
CACCCCGGC72^AI^I^A3eG-2 ' (SEQ ID NO 93) 



Please amend the paragraph on page 33, lines 19 through 25 as follows: 

Plasmid pGS21 (see above) was used as the starting vector for cloning the deletion 

mutant DM1. The bp 399 -1374 fragment of the cDNA for rPhl p 5b was amplified in a 

PCR using the following primers: 



m?2 ser.se : 

S 1 -GCTAGCCGGCG-.GCTGCAGATCATCG-3 ' (SEQ ID NO 99) 



REMARKS 

The above amendment is submitted in response to the Notice of Non-Compliant 
Amendment mailed September 20, 2001. No new matter is introduced and it is respectfully 
requested that the application be examined on its merits. 

Respectfully submitted, 



Nancy J. Ax^lrod 
Registration No. 44,014 
Attorney for Applicant(s) 

MILLEN, WHITE, ZELANO, & BRANIGAN, P.C. 

Arlington Courthouse Plaza I, Suite 1400 

2200 Clarendon Boulevard 

Arlington, Virginia 22201 

Telephone: (703) 243-6333 

Facsimile: (703) 243-6410 

Attorney Docket No.: MERCK-2034 
Filed: October 22, 2001 
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VERSION WITH MARKINGS TO SHOW CHANGES MADE 



IN THE SPECIFICATION : 

Please amend pages 6, 9-11, 28 and 31-33 as follows: 



Please amend the paragraph beginning on page 5, line 26, through page 6, line 12 as 
follows: 



Using the single-letter code for amino acids, the sequence of Phi p 5b is as follows: 

ADAGYAPATPAAAGAAAGKATTEEQKLJEDiNVGFKAAV^ 
1 10 2G 20 40 50 

FKTr EAAFTS S S KAAAAKAP G LVP KLD AA YS VA YKAA VGATP EAKF □ S FV 
51 60 70 30 SO 1GG 

AS LTEALR VI A G ALEVHAVKP VTE E P G MAKl PAG ELQ ! I □ KI D AAF KVAA 
101 HO 120 120 140 150 

TAAATAPADDKFTVFEAAFNKAIKESTGGAYDTYKCIPSLEAAVKQAYAA 
151 160 170 180 190 200 

TVAAAP Q VKY A VFEAALTKAI7 AMS EVQ KVS Q P ATG AATVAAGAATTAAG 
20 1 210 220 230 240 250 

AASGAATVAAGGYKV (SEQ ID NO 37) 
251 250 255 

Please amend the paragraph on page 9, lines 1-9 as follows: 

In this context, PM1 denotes point mutation 1 and has the following sequence (the 
amino acids which are replaced as compared with Phi p 5b are printed in bold): 

AD AG YAP ATP AAAG AAAG KATTEE G KL1 ED I D VG FKAAVAAAAS VP AALA 
1 10 20 30 40 50 

FCTFEAAFTSSSKAAAAKAPGLVPKLDAAYSVAYKAAVGATPEAKFDSFV 
51 60 70 30 SG ICG 
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ASLTEALRVIAGALeyHAVKP^/TEEPGMAKiPAGELQllDKlDAAFrCVAA 
101 11C 12G 130 14Q 150 

TAAATAPADDKFTVFEAAFNKAiKESTGGAYDTYKClPSLEAAVKGAYAA 

1.51 16G 170 130 19G 2CQ 

TVAAAPQV^AVFEAALTK-AITAMSEVQKVSQPATGAATVAAGAA.TTAAG 

201 210 220 220 240 250 

AASGAATVAAGGYKV ( SEP ID NO 33) 
251 25C 255 

Please amend the paragraphs beginning on page 9, line 10 through page 10, line 16 
as follows: 

The other particularly preferred peptides have the following sequences: 

?M2 (D' 9 -» L, K 5 ° A) : 

ADAGYAPATFAAAGAAAGKATTEEQKLIEDINV^ 

1 10 2Q 30 40 50 

FKTFEAAFTSSSKAAAAKAPGLVPKLDAAYSVAYKAAVGATPEAKFDSFV 

51 60 70 30 SO 1Q0 

ASLTEALRVlAGALEVHAVKPVTEEPG^KIPAGELQtlDKIDAAFKVAA 

101 110 120 130 140 150 

TAAATAPADDKFTVFEAAFNKAIKESTGGAYDTYKCIPSLEAAVKQAYAA 

151 160 17Q 180 1SG 200 

TVAAAPQVVC^AVFEAALTKAITAMSEVQKVSQPATGAATVA^ 

201 210 22Q 220 240 250 

AASGAATVAAGGYKV (szq ID NO 8a) 

251 250 255 
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ACAGYAPA i F AAC GAAAGKATTEEGKLI ED I NVGFKAAVAAAASVFAAD K 
1 10 20 30 4Q 5Q 

FKTFE.AAF7SSSKAAAAKAPGLVPKLDAAYSVAYKAAVGATPEAKFDSFV 
S" 1 2a 70 aa 90 100 

AS LTEALRVI AGALEVH A VKP VTEEP G MAKi P AG ELQ 1 1 D Kl DAAFKVAA 
1 01 1*C 120 120 140 150 

TAAATAPAD D KF7VFEAAFNKAI KE STGGAYDTYKC ! P S LEAAVKGAYAA 
151 1SC 170 180 190 2C0 

TVAAAPQVKYAVFEAALTKAITAMSEVQKVSQPATGAATVAAGAATTAAG 

2C1 210 220 220 240 2=0 

AASGAATVAAGGYKV (SEP id NO 90) 
251 250 255 

Ml (A :<« -> F*-», D 49 -> L) : 

AD AGYAP ATP AAAGAAAG KATTEEQ KL! E □ I N VG FKAAVAAAAS VP AALA 
1 10 20 30 40 50 

GELQ I ID KIDAAFKVAATAAATAP AD D KFTVFEAAFN KAl KESTGGAYDTYK 
51 60 70 80 90 1C0 

CIPSLEAAVKCWYAATVAAAPQVKYAVFEAALTKAJTAMSEVQKVSQPATG 
103 110 .120 130 140 150 

AATVAAGAATTAAGAASGAATVAAGGYKV (SEP ID NO 91 ) 
154 160 170 130 



ADAGYAPATPAAAGAAAGKATTcEQKLlEDINVGFKAAVAAAASVPAALA 
■ 10 20 2C 40 5C 

GAYDTYKC ! F S LEAAVKQA YAATVAAAP G VKYAVFE AAL TXAI7AM S E7CK 
51 6G 70 30 SO 1GG 

VSGr ATGAATVAAGAATTAAGAAS GAAT7AAGG YKV (sec LP NO 9 2) 
1C2 11G 120 130 127 
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Please amend the paragraph on page 11, lines 2 through lines 12 as follows: 
This sequence corresponds to that of DM2 where, however, the amino acids of 

positions 179-217 of the starting peptide Phi p 5b additionally exhibit an altered sequence 

and all the subsequent amino acids are missing. 

DM3 (A A 154 - T 177 , A 22Q -+ T) : 

ADAGYAPATPAAAGA>VVGKATTE£QKLIED!NVGFKAAV/W^SVPAADK 
1 1Q 20 3Q 40 50 

FKTFEAAFTSSSKAAAAKAPGLVPKLD 

51 60 70 30 SO ICQ 

ASLTEALRV1AGALEVHAVKPVTEEPGMAKIPAGELQ11DK1DAAFKVAA 

101 110 120 130 140 150 

TAAGGAYDTYKCIPSLEAAVKCL^YAATVAAAPQVKYAVFEAALTKTITAM 

151 160 170 13Q 19Q 200 

EVQKVSQPATGAATVAAGAATTAAGAASGAATVAAGGYKV (SEQ ID NO 93) 
202 210 220 230 240 

Please amend the paragraph on page 28, lines 3 through lines 48 as follows: 
Tab. 1: Dodecapeptides which are based n the Phi p 5b sequence and which are used 

for determining the T cell-reactive regions 
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0 


1 


ACAGYAFATFAA 


2 


GYAPATPAAAGA 


3 


PATPAAAGAAAG 


4 


PAAAGAAAGKA7 


5 


AG A A AG KAT7EE 


5 


AAGKATTE5QKL 


7 


KATTEEGKLIED 


a 


TEECKUEDINV 


9 


QKLiECINVGFK 




lEDtNVGFKAAV 


11 


INVGFKAAVAAA 


12 


GFKAAVAAAASV 


13 


AAV AAAA S V P A A 


14 


A AAA, S V P AA D KF 


15 


ASVPAAGKFK7F 


15 


PAADKrKTFEAA 


1 7 


D KFK7F EAAFTS 


ia 


KTFEAAFTSSSK 


19 


EAAFTSSSKAAA 


20 


FT33SKAAAAKA 


21 


SSKAAAAKAPGL 


22 


AAAAKAPGLVFK 


22 


AKAPGLVPKLGA 


24 


PGLVPKLDAAYS 


25 


VPKLDAAYSVAY 


25 


LQAAYSVAYKAA 


27 


AYSVAYKAAVGA 


23 


VAYKAAVGATPE- 


29 


KAAVGATPEAKF 


3Q 


VGATPEAKFCSF 


31 


TPEAKFOSFVAS 


32 


AKFDSFVASLTE 


33 


OSrVASLTEALR 


34 


VASLTEALRVIA 


25 


LTHA.LRVLAGAL 


26 


ALPV1AGALEVH 


37 


VIAGALEVHAVK 


33 


GALEVHAVKPVT 


39 


EVHAVKPVTEE? 


40 


AVKPVTEEPGMA 


41 


PVTEEP GMAKIP 


42 


EEPGMAKIPAGE 


43 


G.MAKlPAGELGt 



(SEQ ID NO 1) 
(SEQ ID NO 2) 
I SEQ ID NO 3) 
tSEQ ID NO 4j 
(SEQ ID NO 5) 
iSEQ ID NO 6) 
i SEQ ID NO 7> 
(SEQ ID NO S> 
(SEQ ID NO 9} 
(SEQ ID NO 10) 
(SEQ ID NO 1 1) 
(SEQ ID NO 12) 
(SEQ ID NO 13) 
i SEQ ID NO 14) 
(SEQ ID NO 15) 
( SEQ ID NO 16") 
(SEQ ID NO 17 j 
(SEQ ID NO 13) 
(SEQ ID NO 19) 
(SEQ ID NO 20) 
( SEQ ID NO 2 1 ) 
iSEQ ID NO 22) 
( SEQ ID NO 23) 
(SEQ ID NO 24) 
( SEQ ID NO 25) 
(SEQ ID NO 26) 
(SEO ID NO 27) 
(SEO ID NO 23. t 
(SEQ ID NO 29) 
(SEQ ID NO 30 1 
(SEQ ID NO 31) 
(SEQ ID NO 32) 
(SEQ ID NO 33) 
( SEQ ID NO 34; 
(SEQ ID NO 35) 
(SEQ ID NO 36 1 
(SEQ ID NO 3") 
(SEQ ID NO 33) 
(SEQ ID NO 39) 
(SEQ ID NO 40) 
(SEQ ID NO 41) 
(SEQ ID NO 42) 
(SEQ ID NO 43) 



44 

43 
46 
47 
43 
49 
50 
51 
52 
53 
5A 
55 



53 
59 
6Q 
61 
62 
63 
64 
65 
66 
67 

ea 

69 
70 
71 
72 
73 
74 
75 
75 
77 
73 
73 
3Q 
81 
32 
33 
S4 
85 
36 



KiPAGELGllDK 
AGELGIIDKICA 
LGIICKICAAFK 
IGKIDAAFKVAA 
ICAAFKVAATAA 
AFKVAATAAA7A 
VAATAAATAPAC 
TAAATAP AG D K F 
ATAPADCKFTVF 
PADOKFTVFEAA 
0KF7VFEAAFNK 
TVFEAAFNKAiK 
EAAFNKAIKE3' 
FNKA1KESTGGA 
AIKE3TGGAYDT 
ESTGGAYDTYKC 
GGAYDTYKCIFS 
YDTYKCiPSLEA 
YKCIPSLEAAVK 
IPSLEAAVKOAY 
LEAAVKOAYAAT 
AVKQYAATYAA 
GAYAATVAAAPQ 
AATVAAAFOVKY 
VAAAPCVKYAVF 
APQVKYAVFEAA 
VKYAVF EAALTK 
AVFEAALTXAIT 
EAALTXAITAMS 
LTKAiTAiMS EVQ 
AITAMSEVGKVS 
AMSEVGKVSGPA 
EVOKVSGPATGA 
KVSGPA7GAATV 
QPATGAATVAAG 
TGAATVAAGAAT 
ATVAAGAATTAA 
AA.GAATTAAGAA 
AATTAAGAASGA 
TAAGAASGAATV 
GAAS GAA7VAAG 
SGAATVAAGGYX 
GAA7VAAGGYKV 



(SEQ ID NO 44 ; 
(SEO ID NO 45 ) 
ID NO 46 ) 
ID NO 47) 



(SEO 



(SEQ 
(SEQ 



ID NO 43) 



( SEO ID NO 49) 
(SEQ ID NO 50 ) 
(SEO ID NO 51 j 
(SEQ ID NO 52 ) 
( SEQ ID NO 53 ) 
( SEO ID NO 54 ) 
( SEO ID NO 55 ) 
(SEQ ID NO 56 ) 
(SEQ ID NO " 



(SEQ ID NO 53 ) 
( SEQ ID NO 59 j 
( SEO ID NO 60 ) 
(SEQ ID NO 61 ) 
( SEQ ID NO 62 ) 
(SEO ID NO 63 ) 
(SEP ID NO 64 ) 
( SEQ ID NO 65 ) 
( SEP ID NO 66 ) 
( SEQ ID NO_67'> 



( SEQ ID NO 63 ) 
(SEP ID NO 69 ) 
(SEP ID NO 70 ) 
(SEP ID NO 71 ) 



(SEQ 



( SEQ 



ID NO 72 ) 
ID NO 73 ) 



( SEQ 



(SEQ 
(SE(J 



ID NO 74 ) 
ID NO 7: ) 



( SEQ 



ID NO 7b ) 
ID NO 77) 



( SEP ID NO 73 ) 
(SEP ID NO 79 ) 
i SEQ ID NO 30) 
i SEO ID NO 3D 
( SEP ID NO 32 ) 
t SEQ ID NO 33) 
( SEO ID NO 34 ) 
(SEP ID NO 35 ) 
i SEO ID NO 36) 



Please amend the paragraph on page 31, lines 35 through page 32, lines 7 as 



follows: 



Fragment 1: 



Phi p 5b sense: 



(SEP ID NO 94 ) 
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„C GTT CAAGAC CTT CGAG - 2 ' (SEQ ID NQ 96) 



?hl p 5b ar.rise-se : 

5 ' - AT AT AAG GTT TGGTGT G AAGG AAGG C A A. C.CC.-'K ' (SEQ ID NQ 97) 

Please amend the paragraph on page 32, lines 30-38 as follows: 

The point mutant rPhl p 5b PM1 was prepared in analogy with PM2. It contains, 

as the result of a PCR error, an additional point mutation: N 3 — M3. 

In order to clone this point mutant, the entire cDNA for rPhl p 5b in vector pGS13 

was amplified in a PCR using the following primers. 

FCvSlMI : 

CAGGGGGGGT ^CATGG GGAGCG- 3 ' (SEP ID NO 93) 



Please amend the paragraph on page 33, lines 19 through 25 as follows: 

Plasmid pGS21 (see above) was used as the starting vector for cloning the deletion 

mutant DM1 . The bp 399 -1374 fragment of the cDNA for rPhl p 5b was amplified in a 

PCR using the following primers: 

M?2 sense: 

5 ' - j CT A T- T Z'ZGC GAG C T G C AG A T C A T G G - 3 ' (SEQ ID NO 99) 
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